Table 2
ICH PAM Gene List with Putative Pathophysiological Classes

	PAM No.


	Representative Public ID
	Gene Name



	Acute Inflammatory Response

	6
	NM_004244
	CD163 molecule

	16
	NM_001736
	Complement component 5a receptor 1

	19
	NM_004668
	Maltase-glucoamylase (alpha-glucosidase) /// similar to Maltase-glucoamylase, intestinal

	29
	NM_004566
	6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 3

	Cell Adhesion

	2
	NM_021122
	Acyl-CoA synthetase long-chain family member 1

	21
	NM_021599
	ADAM metallopeptidase with thrombospondin type 1 motif, 2

	Suppression of Immune Response

	1
	NM_004633
	Interleukin 1 receptor, type II

	3
	NM_007268
	V-set and immunoglobulin domain containing 4

	4*
 
	NM_001706


	B-cell CLL/lymphoma 6 (zinc finger protein 51) /// B-cell CLL/lymphoma 6 (zinc finger protein 51)

	7*
 
	M15565


	T cell receptor alpha locus /// T cell receptor delta variable 2 /// T cell receptor alpha variable 20 /// T cell receptor alpha constant

	10*
	NM_004585
	Retinoic acid receptor responder (tazarotene induced) 3

	15*
	NM_018384
	GTPase, IMAP family member 5 /// GTPase, IMAP family member 5

	18*
	NM_005317
	Granzyme M (lymphocyte met-ase 1)

	23*
	NM_014034
	ASF1 anti-silencing function 1 homolog A (S. cerevisiae)

	25
	NM_003749
	Insulin receptor substrate 2

	28*
 
	NM_002001


	Fc fragment of IgE, high affinity I, receptor for; alpha polypeptide /// Fc fragment of IgE, high affinity I, receptor for; alpha polypeptide

	Hypoxia

	20
	NM_006931
	Solute carrier family 2 (facilitated glucose transporter), member 3

	Hematoma/Vascular Repair Response

	9
	NM_004054
	Complement component 3a receptor 1

	11
	NM_016021
	Ubiquitin-conjugating enzyme E2, J1 (UBC6 homolog, yeast)

	12
	NM_005461
	v-maf musculoaponeurotic fibrosarcoma oncogene homolog B (avian)

	14
 
	NM_004504


	HIV-1 Rev binding protein /// region containing hypothetical protein LOC285086; HIV-1 Rev binding protein

	17
	NM_006343
	c-mer proto-oncogene tyrosine kinase

	27
	NM_000130
	Coagulation factor V (proaccelerin, labile factor)

	30
	NM_020995
	Haptoglobin /// haptoglobin-related protein

	Response to the Altered Cerebral Microenvironment

	13
	NM_001635
	Amphiphysin (Stiff-Man syndrome with breast cancer 128kDa autoantigen)

	Signal Transduction/Uncertain

	5
	NM_025195
	Tribbles homolog 1 (Drosophila)

	8
	NM_018404
	Centaurin, alpha 2

	22
	NM_000104
	Cytochrome P450, family 1, subfamily B, polypeptide 1

	24*
 
	NM_030915


	Hypothetical protein DKFZp566J091 /// hypothetical protein DKFZp566J091 /// similar to hypothetical protein DKFZp566J091 /// similar to hypothetical protein 

	26
	NM_015136
	Stabilin 1


*Genes down-regulated in ICH relative to the referent group; the remaining genes were up-regulated in ICH.  NB: not all gene functions are as yet fully understood.
The PAM list of 30 genes (37 gene probes) was generated from the shrunken centroid approach in the index cohort and used to classify stroke in the first test cohort.  The ranking was obtained from the statistical evaluation of the individual genes.

